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[Abstract] Objective To investigate the expression of serum long-chain non-coding RNA (LncRNA)
LINC00205 and its clinical significance in patients with hepatocellular carcinoma (HCC) after radiofrequency
ablation(RFA). Methods A total of 135 HCC patients, who were admitted to the Guizhou Provincial People’s
Hospital of China between January 2016 and September 2018 to receive RFA, were enrolled in this study.
Real-time fluorescence quantitative PCR(RT-PCR) was used to detect the relative expression of serum LncRNA
LINC00205, and its relationship to the prognosis was analyzed. Results Of the 135 patients, the tumor
recurrence during the follow-up period was observed in 49(36.3% ). Statistically significant differences in tumor
diameter, differentiation degree of cancer cells, albumin level and total bilirubin level existed between the
recurrent group and the non-recurrent group (P<<0.05). The relative expression of serum LncRNA LINC00205
in the recurrent group was higher than that in the non-recurrent group, the difference was statistically significant
(P<<0.05). The area under the receiver operating characteristic curve(AUC), sensitivity, and specificity of serum
LncRNA LINC00205 for evaluating the recurrence of HCC patients were 0.825, 83.67% , and 55.28% ,
respectively. The recurrence rate in high LncRNA LINC00205 group was higher than that in low LncRNA
LINCO00205 group, the difference was statistically significant (P<<0.05). The median survival time in patients
of high LncRNA LINCO00205 group was lower than that in patients of low LncRNA LINC00205 group, the
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difference was statistically significant(P<<0.05). Cox regression analysis showed that the differentiation degree

of cancer cells and LncRNA LINC00205 were closely related to the tumor recurrence in HCC patients.

Conclusion Serum LncRNA LINC00205 is closely related to the prognosis of HCC patients. The detection of

serum LncRNA LINCO00205 expression is helpful to evaluate the prognosis of patients.
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